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AY04C923 2334 bp DNA linear BCT OS-JUN-2002 

Azospiri 1 lum brasilense acctoacetyl-CoA reductase (phbB) gene, 
complete cds . 
AY046923 

AY046923.1 Cl :21326609 

Azospirillum brasilense 
A /. o #p 1 r - .i 1 1 urn b r a s i 1 e n a e 

Bactcr ia; Proteobacteria,- Alphaproteobacteria; Rhodospirillales ; 
Rhodospirillaccac; Azospirillum. 

1 (bases 1 to 2334) 

Kadouri,D., Burdman,S., Jurkcvi ten, E . and Okon,Y. 
Identification and isolation of Genes involved in 

Poly (beta -Hydroxybuty rate) Biosynthesis in Azospirillum brasilense 

and Characterization of a phbC Mutant 

Appl. Environ, Microbiol. 68 (6), 2943-2349 (2002) 

12 03 3753 

2 (bases 1 to 2334) 

Kadouri , D . E . , Jurkevi ten, E . and Okon,Y. 
Direct Submission 

Submitted ( 18 - JUL-2001) Department of Plant Pathology and 
Microbiology, The Hebrew University Of Jerusalem, Faculty of 
Agricultural, Food and Environmental Quality Sciences, Rehovot 
76100, Israel 

Location/Quali f i crs 

1. ,2334 

/organism="Azospirillum brasil ense" 

/strain^ M Sp7 " 

/db_xref = "caxon; 192 M 

1 . . 2334 

/gene="phbB M 

1. .2334 

/gcnc="phbB " 

/ codon_start=l 

/ trans l_table= 11 

/product="acctoacetyl-CoA reductase" 
/protein_id= "AALo:4yv9 . 1" 
/db_xref ="GI :2132661 0 M 

/translati on = " MQI KRAAV IGSG VMCSG I AAHFANAG I PW LLD I PAKEGDDRS A 
I AKGAIQRLL KTD P APFMHPKNARL VTPGN LEDDLALLADVDW I VE A 1 VENPAVKADL 
YRRI DPVRKAGS WSSNTST I PLGVLVEGQCDAFKR D KL I THFFNPPRYMR Ij LE I VGG 
EATRPDALAAVADVGDRALGKGVVRCKDTPGFIANRIGVYWIQTAINAAVDLGLTVEE 
ADAIVCRPMGIPKTGVFGLVDLVCLDLMPHIAKSLLATLPENDPYRAAFREHPVITKM 
I7VEGYTCRKCKCGFYRLNRDGGAKVKEAIDLTTGAYRRSDKPKLESVSAAGRDLRALA 
DFPDRTGQYAR R VLAHTLAYAASLVPE I ADS I VAVDEGMRLGYNWKQCPFELIDRLGT 
AW KADLCRS EG I P VP PL VEQ AACRP F YlfcVEDGKLQHLTTAC L YDTVVRPDGVLLLS D I 
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KRAS KP V W KNG S ASLWD I GDGVX-C VE FTS KMNALDGD VMAAYGKAMKL I GDC KGDW KA 
LVIHNEADMFSVGANLGLALFALNVCLWPQIEELVEGGQ.RAYRALKYAPFPVVSAPSG 
MALGGGCEILLHSDHVQAHAETYMGLVEVCVGLIPGWGGCTKMLARHAANPKTPKCPM 
P P I AGAFETI S LAKVAKS AAE AKDLL YLRPCDC I TMtfRDRLLAD AKAKALEL AAN YTP 
PVKVTYTLPGPNGRAALELFbEGFALQGKATPHDMVVCGKLAGILTGCPKADVTQPVT 
EDQMLALERKAFMELVRTEGT1 DRVEHMLTTGKPLRN " 

BASE COUNT 384 a 822 C 793 g 335 £ 

ORIGIN 

1 atgeagatea aacgcgccgc cgtgaccggc tccggcgtga ngggcagegg catcgccgcc 

CI catttcgega acgccggcat ccccgtcgtc ccgctcgaca tccccgccaa ggagggtgac 

121 gaccgcagcg ccatcgccaa gggggecate cagaggctcc tgaagaccga ccccgcgccc 

181 ttcacgcacc egaagaaege ccggctggtg actccgggca acctggagga cgacctcgcc 

241 ctgctggccg acgncgactg gategtcgaa gccatcgtcg agaacccggc ggtcaaggee 

301 gacctctacc gccgcatcga cccggtgcgc aaggeggget ccgtggtgtc gtccaacacc 

361 tcgaccatcc cgctgggcgt gctggtcgag gggcagtegg acgccttcaa gcgcgacttc 

421 ccgaccaccc acttcttcaa cccgccgcgc tacacgcggc ttctggagat cgrcggtggc 

481 gaggccaccc ggcctgacgc gctggccgcc gtcgccgacg tcggcgaccg cgcgccgggc 

541 aagggcgtgg tccgctgcaa ggacacgccg ggcttcatcg ccaaccgcat eggegtctat 

601 tggatccaga eggegatcaa cgccgccgtc gatctcggcc tgacggtgga ggaggecgae 

661 gccattgtgg gccgccccat gggcatcccg aagaccggcg tgeteggtet ggtcgatctic 

721 gtcgggctgg acccgacgcc gcacatcgcc aagagcctgc tggcgacccn geeggagaac 

781 gatccctacc gcgccgcctt ccgcgagcac cccgtcatca ccaagatgat cgcggagggt 

841 tacaccggcc gcaagggcaa gggeggctte taccgcctga acegggaegg cggcgccaag 

901 gtcaaggagg ccaccgacct gaccaccggc gcctaccgcc gctccgacaa gecgaagctg 

961 gagagcgtgt ccgccgccgg gcgggacctg cgggcgttgg ccgacttccc cgacaggacc 

1021 gggcaanacg cccgccgggt gccggcccac acgctggcct acgccgcgtc gctggcgccg 

1081 gagatcgecg acagcatcgt cgcggtcgac gagggcatgc ggcccggcca caactggaag 

1141 caggggcett tcgagctgat cgaccggctg ggcaccgcct ggttcgccga cctctgccgc 

1201 agegagggea tccccgtccc gccgctggtc gagcaggecg ccgggcggcc cctcnaccgg 

1261 gtggaggacg gcaagctcca gcatctgacc accgccggcc tctatgacac ggtggtgcgt 

1321 ccggacggcg ttccgctgcn gteggacate aagcgggcgt cgaagccggc gtggaagaac 

13 81 ggctcggcca gcctgtggga catcggcgac ggtgtgctgt gcgccgagtt caccagcaag 

1441 atgaacgege eggaeggega tgtcatggcc gccnacggca aggegatgaa getgategge 

l.SOl gaeggaaaag gggattggaa ggcgctggtc atccacaatg aggecgacaa ctxcccggtc 

1561 ggcgccaacc tcggcctcgc cccgctcgcc ctgaatgtcg ggcrgtggcc gcagaccgag 

1621 gagctggtgg agggeggeca gcgcgcccac cgcgccctga agtatgcccc cttcccggtg 

1681 gtgtcggcgc ccagcggcan ggcgctcggc ggcggcngcg agatcctget gcactccgac 

1741 catgtgcagg cccacgccga gacctacatg gggctggtcg aggteggegt egggctgate 

1801 cccggctggg gcggttgcac egagatgetg gcccgccacg ccgccaaccc gaagactccc 

1861 aagggtccga tgccgccgat cgccggggcc ctcgagacca tcagcctcgc caaggtcgcc 

3 921 aagteggegg eggaggecaa ggacctgctg tacccgcgcc ccggcgacgg catcaccatg 

1981 aaccgcgacc gcctigctggc cgacgccaag gccaaggcgc tggaactggc cgcgaacnac 

2041 accccgcccg tgaaggtcac ctacacgctg cccggcccca acgggcgcgc cgcgctggag 

2101 ctgctcctcg aaggcttege gttgeaggge aaggegaege cgcacgacat ggccgcctgc 

2161 ggcaagctgg ccggcatcct gaccggcggc ccgaaggccg acgccaccca gccggcgacc 

2221 gaggaccaga tgctggcgct ggagcgcaag gecttcatgg agctggtgcg caccgagggc 

2281 accaccgacc gggtggagca cacgccgacc accggcaagc cgctgcggaa ccga 

// 
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AB085816 9118 bp DNA linear BCT 28-MAY-2002 

Pceudomonas putida phbC, phbA, phbB, flp, orf5 genes, complete cds . 
AB085816 

AB08 5 816. 1 GI : 21218116 

pseudomonas putida 
PwOUflomona a put ids 

Bacteria; Protcobacteria; Gammaproteobacteria Pscudomonadales ; 
Pseudomonadaccac; Pceudomonas , 

i 

Bcij.iu,C. and Suwen,Z. 

PHB synthesis genes in Pseudomanas sp 

Published Only in Database {2002) 

2 (bases 1 to 9118) 

Beijiu,C. and Suwen,Z. 

Direct Submission 

Submitted (26-MAY-2002) Chen Beijiu, Anhui Agriculture University, 
Life science; 130# Changjiang west Road, Hefei, Anhui 230036, China 
(E-mail :sw2hu@mail . hf .ah.cn, Tel : 865512 8237 953 4 64 ) 

Locat ion/ Quali f i er s 

1 . .9116 

/organ j. sm= M Pseudomonas putida " 

/db_xref ="taxon: 303 " 

1344 . .3170 

/gcnc="phbC n 

1344 . .3170 

/gene="phbC" 

/codon_start=l 

/transl_tabl c=ll 

/productn" PUB synthase" 

/protcin_ida"BAB96552 , 1 " 

/db_xref="GJ : 21218117" 

/ translat ion= " MAPTAAMPQRRQRHRPIRSPLSQAVPGMPAAPFAMPTVPDFAKL 

CTMPDFSKLAGSMPGFGAAMPAMPAMPQIPGAAIAPERLQQLQGDYSRDVIDLLKQAS 

AQSIDPAALKDRRFSTTAWQSTPAYAFTAAWYLLNARYLQELADAVEADPKTRERIRF 

TVQQWTAAAS P SN FLAFNPE AQQTL I ES KCESLRQGMLNLLHDMQRC K I S QSDESRFV 

VC KN I ATTEGSWFENDLLQL IQYKPHTEEVFERPLL I. VPPCINKFYILDLQPQSSLV 

AHALDACKQVF ILSWRNADQS I AH KTWDD YVQEG VLD P I EAVKA I TGREQINTLGFCI 

GGT I LAT ALS V AAARGEHP AAS MTL LT AMLD F S DTG VLD VFVD EAH VQMREQT I GGKG 

GTPTGLMRGFEF7\NTFSYLRPNDLVWNYVVDNYLKGATPQAPDLLFWNSDSTNLPGPM 

CVWYLRNTYLENKLREPGXVTTCGEPVDLSRIDVPTF1 YGSREDIIIVPWTSAYASAPL 

LAGPQKFVLCASGHIAGVINPPAKNKR<5KWILDTDDKALP7\DPDAWLEAATEHPGSWW 

PTWTAWLDGYACKKTKAPAAPGSKQYPV7EPPPGRYVLQRDQ" 

3250. .4431 

/gene= "phbA" 

3250 . .4431 

/gene = "phbA" 
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/codon_start=l 
/transl_table=l 1 

/product- "acetyl -coa acctyltransf erase " 
/protein_id»"BAB96553 - 1 " 
/dbjxrct ="GI :21218118 n 

/tra,n.s1ation="MTDWIVGAARTAVGK.FGGSLAKIAAPELGATVTRAVLERANLK 
PEQVSEVIliCQVLAAGSGQNPARQSLIKAGIiPSAVPGMTINKVCGSGLKAVMLAANAI 
IAGDADIVIAGGQENMSAAPHVLMGSRDGFRMGDAKLIDSMIVDGLWDVFNQYHMGTT 
AENVAKEYGISREDQDKFAALSQNKAEAAQKGGRFNEEIVSVDIPQRKGDPVKFATDE 
FVRHCVTAEAIASLKPAFSKEGTVTAANASCLN^^ 

KAYANAGVDPKVMGMGPVPASKRCLERAGWSVCDLDLMEINEAFAAQALAVHKQMGWD 

TSKINVNGGAIAIGHPICASGCRILVTLLIIEMQKRDAKKCLASLCIGGGMGVALAVER 
p.. 

gene 4 519. .5259 

/gene="phbB" 
CDS 4519, -5259 

/gene="phbD " 

/ COdon_ start = 1 

/transl_table=i 3 

/product="acetoacetyl -CoA reductase" 
/protein_id=s "BAB 96 5 5 4 . 1" 
/db_xref = n GT : 21218119" 

/translati on= " MTKR J A Y VTGGMGG I GTS I CQRLHKDG YT VVAGCG PNS PRRVKW 
LEEQKANGYDF I ASEGNVGDWEST KNAFDKVKAE VGEVD ILVNNAG I TH D VVFRKMTII 
EDWTAVIDTKLTSLFNVTKQWDGMVERGFGRIINXSSVNGQKGQFGQTNYSTAKAGt 
HGFTMALAQEVATKG VTVNTVS PG Y I GTDMVKAIRPEVLEKI VAT I PVRRLGRPDE IG 
£ I VSWLASEESGFSTGADFSLNGG^HMC " 
gene 6070 . . 7680 

/gcnc="f lp" 

CDS 6070.. 7680 

/gene="f lp" 
/codon_start=l 
/transl_table=l i 

/product="putative f ructokinasc- like protein" 
/proccin_id="2AB9655 5 . 1" 
/db_xref=»GI : 2121812 0" 

/tranclation="MRCGP7U\PVPPLRCTVQYALCSAAIIPANHRREACNARQCPNRPL 
VPAPRATALVIRAFSGRAPSRSTPGPGTHFARPSMSHISSSAAPKVGFVSLCCPKALV 
DSEQIITQL.RAEGYEISGTYDGADLVWNTCGFIDEAVQESLDAIGEALNENGKVIVT 
GCLGAKKS ASGTGL I EE VH P KVLAVTGPHATNE VMNAVHAH L P KPHDPFTDLVPAAGI 
KLTPRHYAYLKI GEGCNHRCTFC 3 IPSMRGDLVSRPVADVMLEAENLFKSGVKELLVI 
SQDTSAYGVDVKYRTGFWNGKPVKTRMTDLVGALCKLAAQYGAWVRLHYVYPYPSVDE 
VIPMMAEGALKGHVLPYLD V P FQHAHPE VLKRMKRPANAE KVLERVQAWRKI CPDLT T 
RSTF1AGKPGETEEQFETLLDFIRVADLDRVCCFAYSPVEGASANELDCALPDEVREE 
RRARFMELAEELSAARMKRKIGKTLKVLVDEVN7\DCC'LCRTAADAPEIDGVVYIAPAV 
KASRRYKAGDFV5VKI SGADGHDLWGEV " 

gene 7684.. 8607 

/gene= M orf 5" 

CDG 7684.. 8607 

/gcnc="orf 5" 

/codon_start=l 

/transl_tablc="n 

/product="putat i vc fructokinase Tike protein' 1 
/proccin_id« M BAB96556 .1 " 
/db_xref="CI: 21218121" 

/trans la tion= "KTCMPQVLALGEAMIEFNQSTKGAPNYLQGFGCDVSNFLIAASR 
QGASSCFVSAVGNDHFGQLLLDLWRAE^^VDTSTVRVDANAPTGVYFVSHCESGHRFDY 
LRAGSAASKYAVSDLPLDAIAAAQVVHLSGISLAIGVPACDASLAAIDHAKRHCVKVS 
FDTNLRLKLWPLARARAVMLEAIRATDICLPSWDDVTELTGLADKDAIVDFLLALGPK 
VV A L KLG KEGAYVATP AE R R VVAGRWKAVDATC AC DCFGGAF I AR I VAGDD P FAAAR 
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YANVAAALSTQGFCAV/APIPDRATVEKALAE " 

BASE COUNT 1669 a 2895 c 3089 g 1465 t 
ORIGIN 

l ccgggcccgc cttcgcaggc tgcgcagccg gtcaaggccg acgcgagcgt gaccgggagc 

61 acgggcgcgg tgtgcgtcgt gatggtggcg gactgcctgc cggtgctcnt. gtgcgacgag 

121 tccggacgcg cggtcggcgc ggcgcatgcg ggctggcggg gcctggccgc gggnatcgtg 

181 gagaagacgg ccgaccgggc ggccacgccc gccggcgcca gcacggcgag cctgcatgcg 

241 tacctcgggc cggcgatcgg cccggcggcg ctcgaagtgg gcgaggacgt gctcgacgcg 

301 ttcgtctcgg ccgccgatgc cgcgcagcgc gacgcgaccg ccggcgcctt cacgcgggcg 

361 caggcgccgc acaagtactt ctcggacatc tatgcgcccg cgcggctgcg gcttgcagtc 

421 gcgggcgccg accctgcgcg cgtgcagggc ggcacgcact gcacggtcac cgagcgcgaa 

481 cgcttctatt cgtatcggcg ggaccgcgtg acgggccgca tggccgcgat gatccggctc 

541 gccgactgaa acctgccgcg cccgggggcc gcccacgcga aagggttgcc cgggcattgc 

601 gaagcggcct tartcggcat cgagcgatct aaggcggcat caagcggcgg catcgagcga 

661 tctcaggcgg catcaagcgg cgtcaagcgg acttcaggcg gccttttatc ggccgcgagc 

721 ggatttgtca gacacggttt cgcgaatccc gggcgatcgc atccggaatc ccgcttcgac 

781 cggcacgtcg taccggccgg gggttttctg cactgctcga ttccggttga tattccgcgt 

841 ccgcgcagcg tccgcgaggc cccggcccgc cgacgggaag ggccgtgcat gcgtgctcac 

901 ggaagatgaa atgatcgcat ggggaaaacg ataattaaaa aaatatcgca ctgcggcaaa 

961 atcggggcaa agcattgaca tgcctgatcc tcgggagcaa gaatgttccc ggaatgtcaa 

1021 ataccgggca cgacgtggca aggtcacctt ccaccgcgca gtagcgcgtc gcattgcgcg 

1081 ctggtctcgg cgagccccac acagcgcctg caacagcaat cagtctttcg agactcacag 

1141 gtcaaaagcg ggtatggctg cctccaaaac ttcttcttca tcttcccgcc cagataccgc 

1201 cgacagcaca ncggccggaa cgcgtcccgc cgacacggcc ggcgcgcagc aagtgttcga 

1261 gcaatggctc aacgcatggc gcccggccgc cgatccgtca cagtggacga cgctcgcgca 

1321 gcaggcgcag ccgggtcagc cgaatggccc cgacggcggc aatgccgcag cgtcggcagc 

1381 ggcatcggcc aatccgtccg ccgctttcgc aagccgttcc cggaatgccg gcggcgccgt 

1441 tcgcgatgcc gacggcgccc gaccccgcga agctcggcac gatgcccgac ttctcgaagc 

1501 tcgcgggcag catgcccggc tccggcgccg cgacgcccgc catgccggcg atgccgcaga 

1561 ttccgggcgc ggccatcgcg ccggagcgtc ttcagcagtt gcagggcgac tattcgcgcg 

1G21 acgtgat.cga cctgctcaag caggcgagcg cgcagagcat cgaccccgca gcgccgaagg 

1681 accggcgctt cagcacgacg gcgtggcagt ccacgccggc ttacgcgttc acggccgcgt 

1741 ggtatctgct caacgcgcgc tatctccagg aactcgccga cgccgtcgag gccgatccca 

1801 agacgcgcga gcgcatccgc ttcacggtgc agcagtggac ggccgcggcc tcgccgagca 

1861 occcccccgc gttcaacccc gaagcgcagc agacgctcat cgagagcaag ggggagagtc 

1921 tgcgccaggg catgctgaat ctgccgcacg acatgcagcg cggcaagatc tcgcaatccg 

1981 acgagtcgcg Tmticgtggtc ggcaagaaca tcgcgacgac ggaagggtcg gccgtgttcg 

2041 agaacgacct gctgcaactg atccagtaca agccgcatac ggaagaagtc ttcgagcggc 

2101 cgctcctgat cgtgccgccg tgcatcaaca agttctacat ccccgacccg cagccgcaga 

2161 gctcgctcgt cgcccatgcg ctcgatgcgg gccatcaggt gcccaccctg tcctggcgca 

2221 acgcggatca gncgancgcg cacaagacct gggacgacta cgtgcaggaa ggcgtgcncg 

2281 atccgatcga agccgtcaag gcgaccaccg ggcgcgagca gatcaacacg ctcggctttt 

2341 gcatcggcgg aacgatcctc gctaccgcgc tttcggtggc ggcggcgcgc ggcgagcacc 

2401 cggcggcgtc gatgacgctc ctcaccgcga tgctcgactt ccccgacacc ggcgtgctcg 

2461 acgtcctcgt cgacgaggcg cacgngcaga tgcgcgagca gacgatcggc ggcaagggcg 

2521 gcacgccgac cgggctcatg cgcggcttcg agttcgcgaa cacgttctcg tacctgcgcc 

2581 cgaacgatct ggcgtggaac tacgtcgtcg acaactacct gaagggcgca acgccgcagg 

2641 cgttcgatct gctcttctgg aacagcgact cgaccaatct gccggggccg acgtgcgtct 

2701 ggtacctgcg caacacgtat ctggaaaaca agctgcgcga gccgggcaag gtcacgacgt 

2761 gcggcgaacc ggrcgatccg ncgcgcatcg acgtgcccac tttcatctac ggttcacggg 

2 821 aggaccatat cgtgccctgg acgccggcgt acgcgtcggc gccgcccccc gccgggccgc 

2 881 agaaattcgc gctcggcgct tcggggcaca tcgcgggcgt catcaacccg ccggcgaaga 
2941 acaagcgcag cttctggatt ctcgacaccg acgacaaggc gttgccggcg gacccggacg 

3 001 cctggctcga agccgcgacg gagcatccgg gaagctggtg gcccacctgg accgcttggc 
3 061 tcgacggcta cgcgggcaag aagacgaagg cgccggcggc gcccgggtcg aagcagtacc 
3121 ctgtcatcga gccgcccccc ggccgctatzg tgctgcagcg tgaccagtaa ccgtttcgtc 
3181 gtccggccgt gcgcgacgcg cgcggcatga cgaccccgct ttaacattcg tcgccagagg 
3241 aaactgaaaa cgaccgacgt agtgatcgta tcggccgcac gtaccgcggt cggcaaactc 
3301 ggcgggtcgc tcgcgaagat cgcagcaccc gaactgggcg caaccgcgan ccgcgcggta 
3361 ctcgagcgcg cgaacctgaa acccgagcag gcgagcgaag tgatcctcgg ccaggtgctc 
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3421 gccgccggct ccggacagaa rcccgcacgc cagccgccca teaaggeggg gctgccctcg 
3481 gccgttcccg gcatgacgat caacaaggtc tgeggctegg gectgaagge ggtgatgctg 
3 541 gcggccaacg cgatcatcgc aggcgacgcc gacatcgtga tcgccggtgg ccaggaaaac 
3(301 atgagcgccg cgccgcacgt gctgatgggc rcgcgcgacg gettnegcat gggcgacgcg 
3 661 aagctgatcg actcgatgac cgncgacggc ctgcgggacg tgttcaacca gtaccacacg 
3 721 ggcacgaccg ccgagaacgt cgcgaaggaa taeggcatet cgcgcgagga tcaggacaag 
37 81 ttcgcggcgc tetegcagaa caaggecgaa gccgcgcaga agtcgggccg ccccaacgag 
3 841 gagatcgtgt eggncgacat tccccagcgc aagggagacc ccgtcaagtt cgccaccgac 

3 901 gaattcgtgc gccacggcgt gaeggecgaa gcgctcgcga gcctgaagcc cgccttctcg 
3 961 aaggaaggca cggcgacggc cgccaacgca tcgggcccga acgacggcgc ggccgccgtg 
4021 atcgtgatgt eggegaagaa ggccgaggcg ctcggcctca cgccgctcgc gcgcatcaag 
4081 gcctacgcga aegegggegt cgatccgaag gtgatgggca cgggcccggt gccggcatcg 
4141 aagcgctgtc tggagegege gggctggtcg gtgggtgatc ecgatctgat ggagatcaac 
42 01 gaagcgttcg cggcgcaggc getcgeggtg cacaagcaga tgggctggga caegtcgaag 
42 61 accaacgtca acggcggcgc gatcgegate gggcacccga ccggcgcgtc eggttgeegg 

4 321 atcctcgtca cgctgctgca egaaatgeag aagcgcgatg cgaagaaggg cctggcgccg 
4381 ctgtgtatcg geggeggcat gggcgtggcg ctggcggtcg agegtcegta agagegaagg 
4441 ecagaaeggg caagggecag gcgggaagcg cacgggcagc aggegggege ttcccgcata 
4501 acgaaaatgg agtgaggaat gaegaaaege atagegtacg tgaegggegg catgggegge 
4561 attggcacaa gcaccngcca gegtctgeat aaggaegget ataeggtege cgcgggttgc 
4621 ggcccgaact ctccgcgccg tigtcaaatgg ctcgaggaac agaaggegaa eggctatgae 
4661 nccaccgcgt ccgagggcaa cgtcggcgac tgggagtcca ccaagaacgc cttcgacaag 
4 741 gtgaaggccg aagteggega ggtcgacacc ctggtgaaca aegegggcat cacgcgcgac 
4801 gtcgtgtccc gcaagatgac gcacgaggac tggacggccg tcatcgacac caacctgacg 
4 861 agcctcttca acgtgaccaa gcaggtggtc gaeggcangg tggagegegg Cttcgggcgg 
4 921 atcatcaaca tttcgtcggt gaacggccag aaggggcagt ccggccagac gaactacccg 
4981 aeggegaagg ccggcaccca cggcttcacg atggcgctcg cgcaggaagt ggcgaccaag 
!^04l ggcgtgacgg tcaacaccgc gccgccaggc tatateggea cggacatggt caaggegate 
5101 cgccccgagg tgctggagaa gaccgtcgcg aegattcegg cgcgccgtct cggccgcccg 
5161 gacgagatcg getcganegt gtcgtggctg geaceggagg aategggect ctcgaccggt 
IS221 geggacttet cgctcaacgg cgggctgcac atgggctgac gggcggtggc tcgcgcggcc 
52 81 cggaaccgcg cgagccgtca ettgeeggaa aacgaacegg cggcaacgct etatgegtea 
5341 aegcaggaca cgtttgctgc caccgcagta aggttttgcg tttaaaggcg ttaaatgacc 
5401 actactacta caaagaaacc cgccgaacga ctcactaaaa agtatccaaa ccgncggcta 
13461 tacgataegg aaacgagcac ctacancacg ctttccgacg tgaagcagct cgcgctggat 
5521 caggaagact tcaaggtgat ggacgcgaag tccaacgacg acctgacgcg cagcatcctg 
5581 ctgeagatea tcctcgaaga ggagagegge gggctgeega tgttctcgtc ggngatgett 
l>64l ccgcagatca teegtttcta cggccatgcg atgeagggea tgatgggcac gtaccnggaa 
5701 aagaacaccc aggegttcat cgacatccag cagaagctca ccgatcagag caagggccc.C 
5761 tacgaeggea atgcgctcaa ccccgaagtc tggtcgcagt tcatgaacat gcaggcgccg 
5821 aegatgeagg gcatgatgac gagenacate gagcagtcga agaacatgtt cgtgcagatg 
5881 caggagcaga tgcagticgca ggegaagteg atgttcaaca cgttcccgtt tccgccgccc 
5941 gccacgccgc etteggaaaa gaagtaatcg ttctcaggcg tetcgegaag ggtccgcggc 
6001 gggcgaactic getgatttge atgcgccgcg cccggcgcgg cccgcggccg cgcagaccgc 
6061 gggccgtcca tgcggtgcgg gccggcggcg ccggtgccgc cgttgcgcgg caeggtacaa 
6121 catgcccttt gcagcgcggc gcacccggcg aatcategge gggaagcagg aaatgegegg 
6181 cagtgrccga atcgtccgct ggttccggca ccgcgcgcca ccgcgctcgc tattcgcgcc 
6241 ttttccggcc gcgcgccttc gcgctccacg cccggcccgg gcactcaccc cgccagacca 
6301 cctatgtcgc acactccccc ttcagccgcg ccgaaagtcg gcttcgtgtc gctcggctgc 
6361 ccgaaagccc tegttgatte cgagcagatc accacgcaac tgcgcgcgga gggctacgaa 
6421 atetegggea ectatgaegg cgccgatctc gtggccgtca acaccrgcgg cttcatcgac 
64 81 gaagccgtgc aggaaagect cgacgccacc ggegaggege tgaacgaaaa eggcaaggtg 
6541 atcgcgaccg gctgccccgg cgcgaagaag agegegageg geaegggget catcgaggaa 
6601 gtgeatcega aggtgetege ggtcaccggc ccgcacgcca ccaatgaggt gatgaacgeg 
6661 gtgcacgcgc atttgecgaa geegcatgat ccgttcaccg acctcgtgcc cgccgcgggc 
6721 atcaagctca cgccgcgcca titacgcctat ctgaagattt eggaaggctg caaccaccgc 
6781 tgcacgttcn gcatcattcc gtcgatgcgt ggcgacctcg tgncgcggcc cgtcgcggac 
6ft41 gtgatgctgg aagcggagaa cctcrtcaag tcgggcgtga aggaactget cgtgatctcg 
6901 caggacacga gcgcctiacgg cgtcgacgtg aaataccgea caggtctctg gaacggcaag 
6961 ceggtcaaga cgcgcatgac ggatctcgtc ggcgccctgg gcgagctggc cgcgcagcac 
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7021 ggcgcgtggg tgcgcctgca ctacgtgtac ccgtatccga gegtcgaega agtcattccg 

70G1 atgatggccg aaggtgcgtt gaaggggcac gtgctgccgt acctcgacgn gccgttccag 

7141 cacgcacacc cggaagcgcc gaagcgcatg aagcgcccgg cgaacgccga aaaggtgctg 

7201 gagegegnge aggecnggeg caaaatctgc ccggacctga egattegcag cacgttcatc 

7263 gcgggcttcc egggegagae cgaagagcag cccgagacgc tcctcgactt cattcgcgtc 

7321 gccgacctgg accgcgttgg ccgccccgcg cactcccccg tggagggege gagegegaac 

7381 gagctcgacg gtgcgctgcc egacgaageg cgegaggage gccgcgcgcg cttcatggaa 

7441 etcgeggagg agetgtegge ggcgcgcatg aagegcaaga teggcaagae gengaaggtg 

ViiOl ctcgtcgacg aagtgaacgc ggaeggegge atcggccgca ccgcggcgga tgcgccggaa 

7561 ategaeggeg tggtgtacat cgcgccggcc gtgaaggcgn ccaggcgcta caaggeggge 

7621 gatttcgtgt eggtgaagat ttcgggcgcc gaeggtcacg acctctgggg cgaggtgtaa 

7681 accacgaccg gcatgccgca ggttctcgcg cteggegagg cgatgatcga gtccaaccag 

7741 tccaccaaag gtgcgccgaa ctatccgcag ggcurcggcg gcgacgtctc caacttcctg 

7801 ategeggegt cgcggcaggg cgcctcgagc ggccccgcgt: eggeggtegg caacgaccac 

7861 ctcgggcaac tgetgetega tctgtggcgt gcggagaacg tcgacacctc gaeggttege 

7921 gtcgangega atigcgcccac eggggtctat ttcgtgtcgc aeggtgagag cgggcatcgc 

7981 ttcgactatc tgcgtgccgg cccggcggcg ageegctatg ccgtgtccga cttgccgctc 

8041 gaegegateg ccgccgcgca ggtcgtgcac ctgtcgggca tcagccticgc gateggegtg 

8101 ccggccngcg acgcgtcgct tgcggccatc gatcacgega agcgccacgg cgcgaaggtg 

8161 agcttcgaca cgaacccgcg cctgaagctc tggccgctcg cgcgggcgcg cgccgtgatg 

8221 ctggaggcga tccgcgcgac cgacatctgc ctgccgagct gggacgacgt gaccgaattg 

8281 accggccccg ccgacaagga cgcgaccgtc gatttcctgc tcgcgctcgg accgaaggtc 

834 1 gcggcgctca agcccggcaa ggaaggcgcg tangecgega cacccgccga gcggcgcgtg 

8401 gtcgcgggcc gcgtggtcaa ggcegtcgat gcgacgggcg ccggcgaccg ttteggegge 

8461 gcgttcatcg cgcgcatcgt cgcgggcgac gacccgttcg cggccgcgcg ccacgcgaac 

8521 gtegcagegg cgctgtcgac gcagggcttc ggegeggteg cgccgattcc cgatcgcgcg 

8581 acggtggaaa aggegcttge ggagtaagee cgegggcagg accaaegggg cggcaacggc 

8641 ccgatacgcg agggagaegg caaaatgeaa cgcgaagtgg tagtggcgag cggtgttcgc 

8701 accgcaatcg gegatttegg cggtgcgctg aaggacttca gtccgacgga tctcggcgcg 

8761 cgtgtcgtgc gcgaggtgct gaagcgggcg agegtategg gcgacgagat cggccacgtg 

8821 gtgLtcggca aegtgatcca gaccgagccg aaggacatgt anctcgcgcg ggtggccgcg 

8881 ctcgatggcg gcgtcacgca gcacgcgccc gcgctgaccg tgaaccgcct ctgcggcncg 

8941 ggcccgcagg cgatcgtgtc ggcggcccag tcgatcctgc tcggcgacac cgatatcgaa 

9001 ttcctgcagc cegggggate cactagttct agageggecg ccaccgcggt ggagctccag 

9061 cct zngz zee cttcagtgag ggttaatttc gagcttggcg taatcatggt catagegt 

// 

Revised: July 5, 2002. 
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AF0984*,9 2829 bp DNA linear BCT 10-JAN-2003 

Rhodobacter ephaeroides poly-3 -hydroxybutyric acid synthase (phbC) 
gene, complete cds . 
AF098459 AF104265 
AF0984 59 .2 GI : 2 757353 7 

Rhodobactcr sphaeroides 

Rhodobacter sphaeroi dc:K 

Bacteria ; Proteobactc ria ; Alphaproteobactcr i a ; Rhodobacterales ; 
Rhodobacteraceac ; Rhodobacter . 

1 (bancs 1 to 2829) 
Kim, J. -H. and Lee, J.K. 

Cloning, nucleotide sequence and expression of gene coding for 
poly-3 -hydroxybutyric acid (phb) synthase of Rhodobactcr 
sphaeroides 2.4.1 

J. Microbiol. Biotechnol. 7, 229-236 (1997) 

2 (bases 1 to 2829) 
Kim,J.-H. and Lee,J-K- 
Direct Submission 

Submitted ( 1 3 -OCT- 1998) Life Science, Sogang University, Mapo, 
Shin-su Number 1, Seoul 121-742, Korea 

3 (bases 1 to 2829) 
Kim, J. -II. and Lcc,J.K. 
Direct Submission 

Submitted (04-NOV-1998) Life Science, Sogang University, Mapo, 
Shin-su Number 1, Seoul 121-742, Korea 
Nucleotide sequence update by submitter 

On Jan 10, 2003 this sequence version replaced gi: 3860090. 
Location/Qualifiers 
1- .2829 

/organism=" Rhodobacter sphaeroides *' 

/strain= n 2 . 4 . 1 M 

/ d b_X r e f = " t axo n : 1 0 6 3 * 

342 . .2147 

/gene= "phbC" 

342 . .2147 

/gene="phbC" 

/note="PHB synthase" 

/codon_start=l 

/transl_table=ll 

/product* "poly- 3 -hydroxybutyric acid synthase" 
/pronein_id="AAC72 974 . 1" 
/db_xref ="CI : 3 860091" 

/ trans la t ion= " MATEEQS PCSCH DAQFERLNANLTR IDELSKRLTAALTKRKLSD 
PALHGPSGDVFLKAMTAYMAEMMQNPAKILEHQISFWGKSLKHYVEAQHQLVKCKLKP 
PPDVTPKDRRFSNPLWQTHPFFNYLKQQYLMNAEAVNQAVEALEHIEPSDKKRVKYFS 
RQIVI5LKSPTNFFGTNPDALERAIATDGESLVQCLENLVRDIEANNGDLLVTLADPEA 
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FQVGQULATTEGSWYRNRMPELIQYKPTTETVHETPLLIFPPWINKFYILDLKPQNS 
LLKWLVDQGFTVFWSWVNPDKSYAGIGMDDYTRECYMRAMAEVRSITRQKQINAVGY 

C I AGTT LT LT L AHLQ KAC D P S VR S AT F FTTLTD F S D PGE VG V K LND D FVDG I E RQVA V 
DGILDKTFMSRTFSYLRSNDLIYQPAIKSYMMGEAPPAFDLLYWNCDGTNLPAOMAVE 
YLRGLCQQDRLAGGTFPVLGSPVCLKDVTLPVCAIACETDHIAPWKSSFNCKkQPGST 
DKTFILSQSGHVAGIVNPPGRNKYGHYTNECPAGTPESPREGAEFHAGSWWPRWCAWL 
AERSCKQVPARQPGDSKHPELAPAPGGYVAAVGGA" 

BASE COUNT 560 a 919 C 888 g 462 t 

ORIGIN 

1 gccgaccagg tgatcctgcc ctccgtcgcc cacgatcgag cggatgcccc agtegggett 
61 ggcgaccacg egggegaage tgcgctctgt cacctcgccc caggcggccg tcagtgccag 
121 categgatte atcgagagag egaacaaegg acaagaggee attgeccttg cggctgcgcc 
181 cagccactcq ttggtgttgc gcgcaccccc catgaegtea taggttgtca tataccccat 
241 aggtatccct gcccggtgga ggcgctgtgt tcccgcagtt ctccccccag aggcaggege 
301 negatgetge atggcagcat acacaggggg gacaagtcaa tacggcaacc gaagagcagt 
361 ctccgggttc cggccgcgac gctcagttcg agegtctgaa cgcgaatctc acccgcatcg 
421 acgagctgtc gaaacggctg acggccgctc ccacgaagcg caaactgtcg gaccccgcgc 
481 ngcacgggcc ctcgggcgac gtcttcctga aggegatgae ggcctacatg gecgagatga 
541 tgcagaaccc ggccaagacc cncgagcatc agatcagttt ctggggcaag agectgaaac 
601 attaegtega ggctcagcac cagctggtzga agggegaget gaagccgccg ccggacgtga 
661 cgccgaagga ccgccgcttc tcgaacccgc tctggcagac gcatcccttc ttcaactatc 
721 tcaageagca gtatctgatg aacgecgagg eggtgaatea ggcegtcgag gcgctggagc 
781 atatcgagee gtccgacaag aagegggteg aatatttctc gcgccagatc gtcgatcccc 
841 tctcgcccac gaacttcttc ggcaccaatc ccgacgcgct cgaacgcgcc atcgccaccg 
901 aeggegagag cccggtgcag gggctggaga atctcgtgcg cgacatcgag gccaacaacg 
961 gegatctget cgtcacgccg gccgaccccg aggectttea ggtggggcag aacctcgcca 
1021 ccaccgaagg gtcggtcgtc taccgcaacc gcacgctcga gctgatccag tacaagccca 
1081 cgaccgagac ggtccacgag acgccgctgc tgatctttCC gccccggatc aacaagttct 
1141 acatcctcga cctcaagccg cagaattccc tgctgaagtg gctggtggat cagggctnea 
1201 eggtcttegt cgtctcgtgg gtgaaccccg acaagageca tgccggcatc ggcatggacg 
1261 actacarccg cgaaggctac atgcgcgcca tggecgagge gcgcccgacc acccggcaga 
1321 agcagatcaa cgcggcaggc tattgeancg cgggcaccac gctcacgctg acgctggcgc 
1381 acctgeagaa ggegggegat ccgtccgtac gctcggccac cttcttcacc acgctcaccg 
1441 actxtLcgga cccgggtgag gtgggggtgt tcctcaacga egatttegtc gaegggateg 
1501 ageggcagge ggcggtggac gggatcctcg acaagacctt catgtcgcgc accttcagct 
1561 atetgeggtc gaacgacctg atctatcagc eggegatcaa gagctacatg atgggcgagg 
1621 cgccgccggc cttcgacctg ctctactgga aeggagaegg caccaacctg ccggcgcaga 
1681 tggeggtega atacctgegt ggcctgtgcc agcaggaccg getggeggge ggcaccttcc 
1741 cggtgctggg cccgcccgcg gggctgaagg atgtgacgct tcccgtctgc gccatcgcct 
1801 gegagacega ccatatcgcg ccgtggaaaa gcagcctcaa cggcttccgt cagttegget 
1861 cgaccgacaa gaccttcatt ctctctcaat cgggccacgc ggegggcate gtgaacccgc 
1321 ccagccgcaa caaataegge cattacacca acgagggccc ggccggcacg ccggagtcgt 
1981 teegggaggg ggccgagttc cacgcgggct cctggtggcc gcgctggggc gcctggcncg 
2041 ccgagcgatc gggcaagcag gtcccggcgc gccagccggg cgacccgaaa catcccgagc 
2101 tcgcgccggc gcccggatcc tacgtggcgg cggtgggcgg ggctcgaagc cgaagcccag 
2161 acggccgcaa cgcaaggcgt ttcgggccag gtgcgaaaaa atgctgcggt gcagaatgag 
2221 cggttgattt: tctgcggcgc agcatttata tccctgccac aggataaccg ggcatgagee 
2281 cgctcgcagg agacaaggca atgaccaaga cccccgactt cagcaaagtg atgeaggaca 
2341 tgatggccgc gttcccggtg gacgcgccgg egatgeagaa cgcgttcaag acccaggctg 
2401 egatggcega gaagatgtcg aaagtgactc ccgaggccgc cgagaaatcg accgaganca 
2461 ccgegaaatig ggecaaggae acgatcgccc getteggega cctcgccaag gccaagtccg 
2521 agccgaccga acacaccaag gccgcgaccg acttcgcgtc ggccgcngcc gagatggccg 
2581 ccgagaacct cgccgccttc gccgaagtgg cgaagaaggt gcagatggaa aeggtcgage 
2641 rgatgctggc cgccggcaag gaeatgeagg acgacgcgac cgccgccgtc aagaaggeca 
2701 cgaccgacgc gaccacggct gecaagaaag ccactgctcc ggcgaagtga gccggggccg 
27 61 cgcgtccaat atcctcccag ggcggatzgcg eggggegget gtcagcccgc ccttctttga 
2021 tcgaccgtc 
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linear BCT 07-OCT-1998 



Details 



Links 



Rhizobiales 



Kaminski , p. a. 



, Biotechnologie, 

75724, FRANCE 



ACA6237 1752 bp DNA 

Azorhizobium caulinodans phbC gene. 
AJ006237 

AJ0062 37 .1 CI : 3 lb 2 94 3 
PI-IB synthase; phbC gene. 
Azorhizobium caulinodans 
A v. o r h i ob i u m ca a I i n od <in s 

Bacteria; Proteobacteria; Alpnaprotcobacteria; 
Hyphomicrobiaceae ; Azorhizobium . 
l 

Mondon,K., Mi chel -Reydellet , N . , Encarnacion,S. 
Lcija,A., Covb.1 los , M . A . , Elmerich,C. and Mora, J. 

Poly-beta-hydroxybutyrate turnover in Azorhizobium caulinodans i; 
required for growth and affects nifA expression 
J. Bacteriol, ISO (19), 5070-5076 (1998) 
9042245G 
974 84 3 8 

2 (bases 1 to 1752) 
Michel-Reydellet , N , 
Direct Submission 

Submitted (20-MAY- 1998 ) Michel-Reydellet N. 
Institut Pasteur, 25 rue du Dr Roux, Paris, 

Location/ Qualifiers 

1. .1752 

/organism= "Azorhizobium caulinodans" 

/strain="ORS571" 

/db_xref = M taxon : 7 " 

1, .1752 

/gene=" phbC" 

1 . . 1752 

/gene="phbC" 
/codon_s tart = 1 
/evidence=experimental 
/trans l_table= 11 
/product="PHB synthase" 
/protein_id="CAA0692 8 . 1 11 
/db_xref="GI : 3152944" 
/db_XrCf = " SPTREMBL : 0663 92 " 

/trans lation= "meafaqklakmveeggkavaaymrpreegkpddmtddiadalkt 

IGEVANYWMSDPKRSFEAQSRLMMGYMCVWACALQKLSGEKAEPIAKADPKDGRFKDP 

ewespffdalkqtylvtsnwaesmvkeaegldphtkmkaeflvrqlsnavapsnflmt 
npelirktlssscenlvrcmknlaedlvegkgdlkirqtdmsafkvcrnj^alspgkvi 
fetelmqliqyapstpsvkktpvlivppwinkfyildltpekslikwmvdqcltvkvi 
swvnpdarladkgfddymrdgifaaldavekatcehqahtigycvggtllavtlayma 

ATGDDRVASSTFLTTOIDFTHAGDLKVFVDEAQLSVrERkMKEMGYLEGRKMADAFNM 
LRSNDLIWPYWNNYLKGKQPFPFDLLFWNADSTRMPAANHSYYLRNCYLQNNIAKGL 
AEIAGVKIDMGKVTIPVYSLATREDHIAPPNSAYIGAGLLGGPVRFVLAGSCHIAGW 
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NPPVKHKYQYWTGGPTGGDYDVWLKGAQEHKGSWWPDWAQWFSALIIPDEVPAREPGGS 

AFNP I EDAPGR YVT? E K S " 
BASE COUNT 343 a 559 c 556 9 294 t 

ORTGTN 

1 atggaggcgt ccgcccagaa ecttgegaag atggtggagg aaggcggcaa ggccgtcgcc 
61 gettacatge gcccgcgcga ggagggcaag ccggacgaca tgaeggaega tatcgecgat 
121 gegctcaaga ccatcggcga ggcggccaat tactggatgt ccgacccaaa gcgctccttc 
101 gaggeccagt cgcgcctcat gatgggctac angggcgtct gggeggggge gctccagaag 
241 ctctccggcg agaaggcega gcccatcgcg aaggccgacc ecaaggaegg ccgcttcaag 
301 gacccggaac gggaaagece gttcttcgac gccctgaagc agacctatct cgtgaccagc 
361 aactgggccg agtccatggc caaggaggee gaggggctcg atccccacac caagcacaag 
421 gccgaattcc tggtgcgcca gctctcgaac gcggcggcgc cctcgaactt cctcargacc 
4 81 aacccggagc tgatccgega aacgctctcc tccagcggcg agaacctcgt gcgcggcatg 
543 aagaatctgg ccgaggatct ggtggagggc aaaggegate ccaagatccg ccagacggac 
601 atgagegect tcgaggtggg ccgcaacccg gcgctcagcc ccggcaaggc cancttcgag 
661 accgagctga tgcagctcat ecagtatgeg ccctcgacgc ccagcgtgaa gaagacgccg 
721 gtgcngancg tgccgccctg gatcaacaag ttctacaccc tcgacctgac geccgagaaa 
781 cccctcacca agcggatggt ggatcagggg ctgacggtcc ccgtcatctc gtgggtcaat 
841 ccggacgccc gcctcgccga caagggcttc gacgactaca tgcgcgatgg catcttcgcc 
901 gcgctcgatg cggtggagaa ggcgaccggc gagcatcagg cgcacaccat cggccantgc 
96 7 gegggeggea cgctgctcgc ggtcacgett gectacatgg cggcgaccgg egatgacegg 
1021 gtggcgagct ccaccttcct caccacccag accgacttca cccacgcggg cganctcaag 
1081 gtcttcgtgg aegaggegea gctctcggtc ategagegtc gcatgaagga gatgggcnat: 
1141 cttgaaggac gcaagatggc cgacgccttc aacatgetge ggtccaacga cctgatctgg 
1201 ccctatgtgg tgaacaacca rcccaagggg aagcagccgt tccccttcga tctitctgttc 
1261 tggaatgccg attccacccg catgccggcg gcgaaccact cctattacct gcgcaactgc 
1321 tatctccaga acaacatcgc caaggggctg gcggagaccg egggegtcaa gatcgacacg 
1381 ggcaaggtga cgatcccggt ctattcgctc gccacccgcg aggaccatat cgcgccgccc 
1441 aactccgcut atatcggtgc aggcccgctc ggcggccccg tgcgcttcgt gctggccggg 
1501 tccggccata ttgcgggcgt ggtcaatccg ceggngaage acaagtacca gcaecggacc 
ii.6l ggeggtcega ccggcgggga etatgaegtc tggctgaagg gggcgcagga gcacaagggc 
1621 tcgtggtggc eggattggge gcagnggttc agcgccctgc ateeggaega ggtccctgcc 
1681 cgcgagccag gcggcagcgc gttcaatccc ancgaggatg cccccggccg ctacgcacgc 
1741 gagaagtcct ga 

// 
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1: Z80158. Pscudomonas sp. p.„[gi:31 15089] 



Links 



LOCUS 

DEFINITION 

ACCESSION 

VERSION 

KEYWORDS 

SOURCE 

ORGANISM 

REFERENCE 
AUTHORS 

TITLE 

JOURNAL 
REMARK 
REFERENCE 
AUTHORS 
TITLE 
JOURNAL 



FEATURES 

source 



linear BCT 12 -MAY- 1998 



Seok Youn,K. 



ALPHAC 27 5 bp DNA 

Pseudomonas sp . phaC gene. 
Z80158 

ZB0158.1 G.f :3ll!5089 

phaC gene; polyhydroxybutyratc synchase. 
Pseudomonas sp . 
Pseudomonas sp . 
Bacteria; Protcobacceria . 
1 

Ja Shin,K., Youn Sung,K., Seung Gcun,L-, Won Jung,C. 
Ook Joon,Y. , Ghun Bin,Y. and Jang Ryol.L. 

Cloning of Alkaligenes lactus Poly-b-hydroxyalkanoic Acid 
Biosynthetic Genes and Their Expression in Escherichia coli 
Unpublished 
(si tcs) 

2 (bases 1 to 275) 
Youn Sung,K. 
Direct Submission 

Submitted (11 -SEP 1996) Youn Sung K. , Korea Research Institute of 
Bioscience and Biotechnology, Plant Cell and Molecular Biology 
Researt, Yucung, Taejon, Korea 
Locat i on/ Quali f iers 
1. .275 

/ organi sm= "Pseudomonas sp . M 

/db_xrcf ="taxon : 306" 
gene 1 . . 275 

/gene=* "phaC" 
CDS <\ . . >275 

/gene="phaC" 

/ functions " PHB synthesis" 
/codon_start=l 
/transl_tablc=i i 

/product="polyhydroxybutyrate synthase" 
/protein_id= M CAB02205 . i " 
/db_xref="GI : 3115090" 
/db_xref= ,, SPTREMBL: 069202 M 

/translations "TFSFLRPNDLVWNYVVCNYLKGETPPPFDLLYWNSDTTNLPCPF 
Y AW Y LRN F YL VNNLVKPGKLTVCGEKLDLGNLDLPVYI YGSREDHI VP " 

BASE COUNT 58 a 87 c 72 g 58 t 

ORIGIN 

l accttcagct tcttgcgccc caacgatctg gtctggaact acgtggtggg caaccacctc 
61 aagggcgaaa cgccgccgcc gtttgacctg ctgtactgga acagcgacac gaccaacctg 
121 cccggtccgt tctacgcctg gtacctgcgt aatttttacc tggtgaacaa cctggtcaaa 
181 ccaggcaagc tcacggtgtg eggegaaaag ctggacctgg gcaatctcga tttgccggtc 
241 tacatctatg gctcgcgcga agaccacatc gtgee 

// 
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ni: J05003. A.eutrophus poly-...[gi:141958J 



Links 



BCT 26-APR-1993 
complete cds 



LOCUS AFAPHBAA 2 768 bp DNA linear 

DEFINITION A.eutrophus poly -beta -hydroxybuterate-C (phbC) gene, 
and poly-beta -hydroxybuterate -A (phbA) gene, 5' end. 
ACCESSION J05003 

VERSION J05003.1 GI: 141958 

KEYWORDS poly-beta-hydroxybuterase polymerase. 
SOURCE Ralsconia eutropha 

ORGAN ISM Ralst o n J. # o u t r op h a 

Bacteria; Proteobacteria ; Bctaproteobacteria; Burkholderlalos ; 
Ralstoniaceae ; Ralstonia. 
REFEKENCE 1 (basec 1 to 2768) 

AUTHORS Peoples ,0. P. and Sinskey,A-J. 

TITLE Poly-beta-hydroxybutyratc (phb) biosynthesis in Alcaligcncs 

eutrophuc HI 6. Identification and characterization of the PHB 
polymerase gene (phbC) 
JOURNAL J. Biol, Chcm. 264 (26), 1S298-15303 (1989) 
MEDLINE 89359357 
PUBMKD 2 67093 6 

COMMENT Original source text: A.eutrophus (strain H16) DNA . 

FEATURES Location/Qualifiers 
source 1 . . 2768 

/organism= " Ra 1 s tonia eut ropha " 

/db__xref = "taxon : 510 " 
gene 842 . .2611 

/gene= M phbC" 
CDS 842. .2611 

/gene="phbC" 

/note="The 5' 

/codon_scarc=i 

/transl_table=l J 

/product="poly -bet a -hydroxybuterate polymerase" 
/protein__id="AAA2i 97S. 1 " 
/db_xref="GI : 141959" 

/ t r ans 1 at ion= " MATGKGAAASTQECKSQPFKVTPGPFD PATWLEWSRQwQCTEGN 
GHAAASC I PCLDALAGVKI APAQLGDI QQRYMKD FS ALWQAMAEGKAEATGPLHDR R F 
AGD AWRTN L P Y R K AAAF YLLNARALTE LAD AVE ADA K TRQR I RFA I SQ WVDAMS PAN F 
LATNPEAQRLLIESGGESLRACVRNMMEDLTRGKISQTDESAFJ5VCKNVAVTEGAWF 
KNEYFQLLQYKPLTDKVHARPLLMVPPC1NKYYILDLQPESSLVRHVVEQGKTVFLVS 
WRNPDASMAGSTWDDYIEHAAIRAIEVARDISGQDKINVLGFCVGGTIVSTALAVLAA 
RGEHPAASVTLLTTLLDFADTGILDVFVDEGHVQLREATLGGGAGAPCALLRGLELAN 
TFSFLRPNDLVWNYWDNYLKCNTPVPFDLLFWNGDATNLPCPWYCWYLRIITYLQNEL 
KVPCKLTVCGVPVDLASIDVPTYIYGSREDHIVPWTAAYASTALLANKLRKVLGASGII 
IAGVINPPAKNKRSRWTNDALPESPOQWLAGAIEHHCSWWPDWTAWLAGQAGAKRAAP 
AN YGNARYRAI EPAPGR Y VK A K A " 

gene 2696 . . 2768 

/gcne="phbA" 

CDS 2696.. 2768 



end of the phbC gene is putative.; putative' 
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/partial 
/genc= "phbA" 
/note="putative " 
/codon_start=l 
/transl_tabl c=ll 
/product="po]y-bena-hydroxybui:erase" 
/protein_id="AAA2l976 , 1" 
/db__xref «"GI : 5 516 81 » 

/translation* " MTD W I V£> AARTAVGKFGGS LA K I " 
BASE COUNT 488 a 927 c 902 g 451 t 

ORIGIN 

"I cccgggcaag taccttgccg acatctatgc gctggcgcgc acgcgcctgg cgcgcgccgg 
61 ctgtaccgag gtctacggcg gcgacgcctg caccgtggcc gacgccggtc gcttctactc 
121 ctaccggcgc gatggcgtga ccggccgcat ggccagccug gtctggctgg eggactgage 
181 ccgccgctgc ctcactcgtc cttgcccctg gccgcctgcg cgcgctcggc ttcagcctztg 
241 cgtcggcggc ggccgggcgt geccatgatg tagagcacca cgccaccggc gccatgccat 
3 03 acatcaggaa ggtggcaacg cctgccacca cgttgtgctc ggtgatcgcc ateatcageg 
361 ecaegtagag ccagccaatg gecacgatgt acatcaaaaa ttcatcctcc tcgcctatgc 
421 tetggggect eggcagatge gagegctgea taccgtccgg taggteggga agegngcagt 
481 gecgaggegg attcccgcat tgacagcgcg tgcgttgcaa ggcaacaatg gactcaaatg 
541 teteggaate gctgacgatt cccaggtttc tccggcaagc atagegcatg gcgtctccac 
601 gcgagaatgt cgcgcttgcc ggataaaagg ggagcegcta tcggaatgga cgcaagccac 
661 ggccgcagca ggtgcggtcg agggcttcca gccagttcca gggcagatgt gccggcagac 
721 cctcccgctt tgggggaggc geaagceggg tccatccgga tagcatctcc ecatgeaaag 
781 tgccggccag ggcaatgccc ggagccggnt cgaatagtga eggcagagag acaancaaat 
341 catggcgacc ggcaaaggcg cggcagcttc caegcaggaa ggcaagtccc aaccattcaa 
901 ggncacgccg gggecatteg atccagccac acggctggaa tggtcccgcc agtggcaggg 
961 cactgaaggc aacggccacg cggccgcgtc cggcattccg ggcctggatg cgctggcagg 
1021 cgccaagatc gcgccggcgc agccgggtga tatccagcag cgctacatga aggacttctc 
1081 agcgctgtgg caggecatgg ccgagggcaa ggccgaggcc accggtccgc tgcacgaccg 
1141 gcgcttcgcc ggegaegcat. ggcgcaccaa cctcccatat cgcttcgctg ccgcgttcta 
1201 cctgctcaat: gcgcgcgcct tgaccgagct ggccgatgcc gtcgaggccg acgccaagac 
1261 ccgccagcgc acccgcttcg cgatcccgca atgggtcgat gegaugtege ccgccaactt 
1321 cccngccacc aatcccgagg cgcagcgcct gctgatcgag tegggeggeg aatcgctgcg 
1381 tgccggcgtg cgcaacatga tggaagacct gacacgcggc aagatctege agaccgacga 
1441 gagcgcgttt gaggteggee geaatgtege ggtgaccgaa ggcgccgtgg tcttcgagaa 
1501 cgagtacttc cagctgttgc agtacaagee gctgaccgac aaggtgcacg cgcgcccgct 
1561 gctgatggtg ccgccgtgca tcaacaagta ctacatcctg gacctgcagc eggagagetc 
1621 gctggtgcgc catgtggtgg agcagggaca tacggtgttt cnggtgtcgt ggcgcaatcc 
1681 ggacgccagc atggccggca gcacctggga cgactacatc gagcacgegg ccacccgcgc 
1741 catcgaagtc gcgcgcgaca tcagcggcca ggacaagatc aacgtgctcg gettctgegt 
1801 gggcggcacc attgtctcga ccgcgctggc ggtgctggcc gcgcgcggcg agcacccggc 
1861 cgccagcgtc aegctgetga ccacgctgct ggactttgee gaeaegggea tcctcgacgt 
1921 ctttgtcgac gagggecatg tgcagttgcg cgaggccacg ctgggcggcg gcgccggcgc 
1981 gccgtgcgcg ctgctgcgcg gecttgaget ggccaatacc ttctcgttct tgcgcccgaa 
2041 cgacctggtg tggaactacg tggtcgacaa ctacctgaag ggcaacacgc cggtgccgtt 
2101 cgacctgctg ttctggaacg gcgacgccac caacctgccg gggccgtggt actgctggta 
2161 cctgcgccac acctacctgc agaacgagct caaggtaccg ggcaagctga ccgtgtgcgg 
2221 cgtgccggtg gacctggcca geatcgaegt gccgacctat anctaegget cgegegaaga 
2281 ecatategtg ccgtggaccg cggcctatgc cticgaccgcg ctgctggcga acaagctgeg 
2341 cttcgtgctg ggtgcgtcgg gccatatcgc cggtgtgatc aacccgccgg ccaagaacaa 
2401 gcgcagccac nggactaacg atgcgctgcc ggagtcgccg cagcaatggc tggccggcgc 
2461 catcgagcat cacggcagct ggtggccgga ctggaccgca tggctggccg ggcaggcegg 
2 521 cgcgaaacgc gccgcgcccg ccaactatgg caatgcgcgc tatcgegcaa tcgaacccgc 
2581 gectgggega tacgtcaaag ccaaggcatg aegcttgeat gagtgeegge gtgcgtcang 
2641 cacggcgccg gcaggcctgc aggttccctc ccgtttccat tgaaaggact acacaatgac 
2701 tgacgttgtc ategtatccg ccgcccgcac cgcggtcggc aagtttggcg gctcgctggc 
2761 caagatcc 
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